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TUESDAY POSTERS TPA 015 
Tuesday posters will be set up 7:30 - 8:00 am on Tuesday morning. 
Presenters of odd numbered posters (00 1,003,005, etc) will attend their 
posters 8:45 - lo:15 am on Tuesday. Presenters of even numbered TPA 016 
posters (002, 004, 006, etc) will attend their posters 1:30 - 3:00 pm. 
Posters should be removed 7:30 - 8:00 pm on Tuesday evening. 
INSTRUMENTATION, 001 - 024 TPA 017 














Spectrometers; Honp; Mei; Yunsheng Hsieh; Neeta Juvekar; 
Shiyong Wang; Cymbelene Nardo; Sam Wainhaus; Kwokei 
Ng; Walter Korfmacher; Schering-Plough Research 
Institute, Kenilworth, NJ TPA 018 
An Atmospheric Pressure Inlet System for Lithium Ion 
Attachment Mass Spectrometry; P. Christouher Selvin; 
Keiichiro Iwase; Michel Sablier; Toshihiro Fujii; Nut. Inst. 
Environm. Studies, Tsukuba, Japan 
A New API Interface for Mass Spectrometry; Rav Jonq; 
Hassan Javaheri; Thomas Covey; Pablo Dominguez; Stan 
Potyrala; Applied Biosystems/MDS SCIEX, Concord, TPA 019 
Canada 
Atmospheric Pressure Photoionization (APPI) Interface 
for LC!/MS; Jack A. Svape’; Karl A. Hanold’; Matthew D. 
Evans’; Steven M. Fischer?; Patricia H. Cormia’; ‘Syagen 
Technology, Inc., Tustin, CA; 2Agilent Technologies, Inc., TPA 020 
Palo Alto, CA 
Airborne Extraction & Nanosqray-MS; Peter Viberg’; 
Sabina Santesson’; Peter Spegel ; Joel Rossier”; Tatiana 
Rohne?; Staff&n Nilsson’; ‘University of Lund, Lund, 
Sweden; ‘EPFL, Lausanne, Switzerland TPA 02 1 
TLC-on-Chip and Its Interface to Electrospray Mass 
Spectrometry; Feng-Liu Hsu; Cheng-Hui Yuau; Jentaie 
Shiea; National Sun Yat-Sen University, Kaohsiung, Taiwan 
Automated Microchip-Based Nano-Electrospray; m 
J. Prosser; Thomas N. Corso; Gary A. Schulltz; Advion TPA 022 
Biosciences Inc., Ithucu, NY 
UniversiQ, Tempe, AZ 
A MAB-LSIMS Source for Desorption-Ionization; Benoit 
Sauvapeau; Michel J. Bertrand; University of Montreal, TPB 025 
Microfabricated Polydimethylsiloxane (PDMS) Emitters 
for Electrospray Ionization Mass Spectrometry Using 
Microfludic Devices; Jin-Sung Kim; Daniel R. Knano; 
Medical University of South Carolina, Charleston, SC 
Comparative Study: LC-MS/MS Analysis of Four TPA 023 
Steroid Compounds Using a New Photoionization Ion 
Source and a Conventional Atmospheric-Pressure 
Chemical Ionization Source (APCI); Jean-Francois Alw; 
MDS-Sciex/Applied Biosystem, Concord, ON, Canada 
Optimizing the liquid cluster source for IDEC mass TPA 024 
spectrometry; S. A. Aksvonov; P. Williams; Arizona State 
31s 
Evaluation of Static SIMS to Characterize Intact 
Bacterial Cells; Jani C. Inmam; David E. Cummings; 
INEEL, Idaho Falls, ID 
SIMS Imaging of Trans-4~Stilbazole Adsorbed at a Silver 
Electrode; John J. McMahon’; John M. McMahon2; T. 
Gregory Schaaf?; Peter J. Todd’; ‘Fordham University, 
Bronx, NY: ‘Oak Ridge National Laboratory, Oak Ridge, TN 
Evaluation of the Spatial Resolution of Coincidence 
Counting Mass Spectrometry; Chris W. Diehnelt’; William 
K. Lackowski’; Emile A. Schweikert’; ‘Dept. of Chemistry, 
Texas A&M University, College Station, TX; ‘TAMU 
Materials Characterization Facility, College Station, TX 
PD/PIXE/MS: Particle Desorption Particle Induced X- 
ray Emission Mass Spectrometry; Norman Snroch’; 
Quintus Fernando’; Arlyn Antolap; Dan Morse2; Patrick 
Grant3; Maurice D. Ashbaugh’; Laurence C. McIntyre, Jr. ‘; 
‘University of Arizona, Tucson, AZ; 2Sandia National 
Laboratories, Livermore, CA: 3Lawrence Livermore 
National Laboratories, Livermore, CA 
Evaluating Mass Analyzers as Candidates for Small, 
Portable, Rugged Single Point Mass Spectrometer for 
Analysis of Permanent Gases; C. Richard Arkin’; 
Timmothy P. Griffin’; Duke Follistein2; Frederick Adams’; 
‘Dynacs Inc, KSC, FL: ‘NASA, KSC, FL 
Comparison of the TSQ and the Quantum Triple 
Quadrupole Mass Spectrometers for Discovery 
Bioanalytical Applications; Xiaoving Xu; Sam Wainhau; 
Greg Tucker; John Veals; Walter Korfmacher; Schering- 
Plough Research Institute, Kenilworth, NJ 
A Novel Method for Improving Signal-to-Noise Ratios 
for API Mass Spectrometry; David J. Lavorato’; James 
Hager’; J.C. Yves LeBlanc’; Clevys J. Monasterois’; David 
Peka?; ‘hiiDS Sciex 1 Applied Biosystems, Concord, Canada; 
2Applied Biosystems, Stockholm, Sweden 
Determination of Alprazolam, m/z 309.09, in the 
Presence of Polypropylene Glycol (PPG, n=5, m/z of 
309.23) Utilizing the High Resolution Capability of a 
Triple-Quadrupole Mass Spectrometer; Ma’an H. Amad; 
Witold Winnik; Hans Schweingruber; Iain Mylchreest; 
Gany Paul; ThermoFinnigan, San Jose, CA 
Method for Sensitivity Improvement by Adducts 
Dissociation Using a Double Ion Guide Configuration; 
Jean-Jacques Dunvach’; Alan E. Schoen’; Keqi Tang2; 
‘ThermoFinnigan, San Jose, CA; 2Pacifc Northwest 
National Laboratory, Richland, WA 
Practical Quadrupole Theory: Graphical Theory; 
Randall E. Pedder; ABB Automation Inc - Extrel, 
Montreal, Canada 
A Comparative Study of EI and MAB Ionization for the 
Analysis of Thermal Degradation Products for a MDI- 
based Polyurethane; Michel Boutin’; Jacques Lesage2; TPB 026 
Claude Ostigug; Stephan Obarewic2; Michel J. Bertrand’; 
‘Regional Center for Mass Spectrometry, Montreal, Canada; 
21RSST, Montreal, Canada TPB 027 
Analysis of Underivatlzed Amino Acid Mixtures Using 
HPLC/Quadro Nebulizer Atmospheric Pressure 
Microwave Induced Plasma Ionization-Mass TPB 028 
Spectrometry; Jason S. Besterfeldt; Junyoung Kwon; Mehdi 
Moini; University of Texas, Austin, TX 
Novel Instrument Design for the Study of Ion/Surface 
Collision Processes; Zheng Ouvang; Luca Gianelli; TPB 029 
Jormarie Alvarez; Verena Grill; R. Graham Cooks; Purdue 
University, West Lafayette, IN 
Compounds of Pharmaceutical Interest; Sally-Ann Fancy; 
Pitttsburgh, PA 
George L. Perkins; Frank S. Pullen; Pfizer Global Research, 
Sandwich, Kent, England 
ION ACTIVATION/DISSOCIATION, 025 - 049 
Tandem Photodissociation Methods in a Quadrupole Ion 
Trap; Matthew C. Crowe; Jennifer S. Brodbelt; Universip 
of Texas, Austin, TX 
Contribution of Radiative Processes in Quadrupole Ion 
A Comparison of IRMPD and SORI-CAD HRMSNS on 
Trap Thermal Dissociation; Douglas E. Goeringer; Keiji 
G. Asano; Oak Ridge National Laboratory, Oak Ridge, TN 
Infrared Multiphoton Photodissociation of 
Electrosprayed Polymers in a Quadrupole Ion Trap; & 
C. McGrath; Gary L. Glish; Universig of North Carolina, 
Chapel Hill, NC 
Infrared Multiphoton Dissociation (IRMPD) and 
Electron Capture Dissociation (ECD) FT-ICR MS of an 
Unknown Conus Peptide; Helen J. Cooper’; Kristina 
Hakansson’; Mark R. Emmett’; J. Michael McIntosh’; Alan 
32s 
TPB 030 
TPB 03 1 
TPB 032 











G. Marshall’; ‘National High Magnetic Field Laboratory, TPB 044 
Tallahassee, FL; ‘University of Utah, Salt Lake City, UT 
ECD on Disulllde-Linked Helical Peptides: Measuring 
the Efftciency of ECD at Sites Remote from Electron 
Capture; Robert R. Hudains; Kristina Hakansson; Alan G. 
Marshall; National High Magnetic Field Laboratory, 
Tallahassee, FL TPB 045 
Modeling the Mechanism for Electron Capture 
Dissociation of Proteins: Neutralization-Reionization 
Mass Spectrometry and Computational Studies of Small 
Amide Radicals; Erik A. Svrstad; Frantisek Turecek; 
University of Washington, Seattle, WA 
ECD: Unique Selective Cleavage at Histidine and Probe TPB 046 
Insertion of an Electron Gun; Scott W. Robinson’; Thomas 
H. Bailey’; Robert R. Welle?; Gary H. Kruppa’; Douglas P. 
Ridge ‘; ‘University of Delaware, Newark, DE; ‘Bruker 
Daltonics, Billerica, MA TPB 047 
Theoretical Study on The Electron Capture Dissociation 
of Sulfur Containing Peptide Cations; Hidevuki Konishi; 
Yuushi Mitsuya; Yoshio Okada; Aichi Kyoiku University, TPB 048 
Kariya, Japan 
Relative Abundances of Polypeptide Fragments in 
Electron Capture Dissociation; Bogdan A. Budnik; Kim F. TPB 049 
Haselmann; Roman A. Zubarev; University of Southern 
Denmark, Odense, Denmark 
Selective Dissociation of Intramolecular Non-covalent - -. . . 
Absolute Alkali Cation Affinities of Amides: Theoretical 
ub initio Calculations and Mass Spectrometrlc Kinetic 
Method Measurements; Yuet Tsang ; Fung-Ming Siu’; Ida 
Ngai-Ling Ma2; Chun-Wai Tsang’; ‘The Hong Kong 
Polytechnic University, Hong Kong, China; ‘Znstitute of 
High Performance Computing, The Rutherford, Singapore 
Theoretical and Experimental Determination of 
Potassium Cation Afftnity of Aliphatic Amino Acids; 
Chun-Wai Tsang’; Yuet Tsang’; Carrie Hoi-Shan Wang’; 
Ida Ngai-Ling Ma2; ‘The Hong Kong Polytechnic University, 
Hong Kong, China; *Znstitute of High Performance 
Computing, The Rutherford, Singapore 
Proton Affinities of Methyl Esters of N-Ace@ Amino 
Acids; Yuzhu Guo’; Vincenzo Addario’; Ivan K. Chu’; Yun 
Lin&; Alan C. Hopkinson’; K. W. Michael Siu’; ‘York 
University, Toronto, Canada; *SC&, Toronto, Canada 
The Gas-Phase Na+ Binding to Cytosine and 
Methylcytosine; In-Su Hahn; Chrys Wesdemiotis; The 
University of Akron, Akron, OH 
Determining Proton Aft%tities of Amino Acid Radicals 
via the Kinetic Method; Jodv M. Talley; Michael J. Polce; 
Chrys Wesdemiotis; The University of Akron, Akron, OH 
Molecular-Pair Proton Affinities; Their Estimation by 
the Kinetic Method and Their Use in Obtaining Proton 
Affinities of Alcohols; Jie Cao; John Holmes; University of 
Ottawa, Ottawa, Canada 
Bonds by “Activated-Ion” Electron Capture Dissociation IONIZATION PROCESSES, 050 - 078 
(AI-ECD); HanBin Oh; Katherin Breuker; Fred W. TPC 050 In-Source Reactions of Protonated Peptides Produced by 
McLafferty; Cornell University, Dept. of Chemistry, Ithaca, 
NY 
Matrix-Assisted Laser Desorption- Ionization with 
Deuterated Reagents and Other Reaction Gases 
Combined with the FT-ICR MS Technique; Matthias 
m; Jens Fuchser; G&ban Baykut; Bruker Daltonik GmbH, 
Bremen, Germany 
49” ASMS Conference on Mass Spectrometry 
Energy Resolved Mass Spectrometry: a Comparison 
between Gas-Phase Collisional Activation and Surface 
Induced Dissociation; Francesco L. Brancia’; Shabaz 
Mohammed’; Janine de Maaijer-Gielbert’; Stephen G 
Olive?; Simon J. Gaskell’; ‘UMIST, Manchester, UK; 
TPC 05 1 
2University of Manchester, Manchester, UK 
The Comparison of SID and CID for Peptide Sequencing 
Information Content of MS/MS Spectra; Lori L. Smith’; 
Vicki H. Wysocki’; Ashok R. Dongre2; ‘Universi(v of TPC 052 
Arizona, Tucson, AZ; ‘Bristol Myers Squibb, Pennington, NJ 
Near Normal Incidence Surface Induced Dissociation of 
Singly Protonated Peptides: Correlation of Product Ion 
Identity with Collision Velocity; Jonathan R. Beck; Donald 
E. Riederer; University of Missouri, Columbia, MO 
A New Instrument for Surface-Induced Dissociation FT- 
ICR Mass Spectrometry; Thomas H. Bailey’; Douglas P. 
TPC 053 
Ridge’; Jean H. Futrel12; ’ University of Delaware, Newark, 
DE; ‘Pacific Northwest National Laboratory, Richland, WA 
Design and Performance of a Tandem Mass 
Spectrometer for Surface-Induced Dissociation 
Processes; Anil K. Shukla; Jean H. Futrell; Paczjic TPC 054 
Northwest National Laboratorv, Richland WA 
The Influence of Conform&on on Fragmentation of 
Proline-Containing Peptides Investigated by Statistical 
Analysis, Tandem Mass Spectrometry and Gas-Phase 
II/D Exchange Reactions; Linda Breci; Vi&i H. Wysocki; 
University of Arizona, Tucson, AZ TPC 055 
A Possible Mechanism for the Ejection of Ions Produced 
by Collision of 400eV Cm+’ with a PFPE Surface; Nathan 
D. Leigh; Donald E. Riederer; University of Missouri, 
Columbia, MO 
The Ion-Trap - Time-of-Flight Mass Spectrometer : 
Experimental Development, Metastable Ion Decay and TPC 056 
Fragmentation Kinetics of Some Alkylbenzenes; m 
Ehlers. Bung- Jut Lee; Juergen Grotemeyer; 
Ehys.Chem., University Kiel, Kiel, Germany 
MALDI Mass Spectrometry of Polyacrylamlde Gels and 
Water/Ice at Mid-Infrared Wavelengths; Michelle L. 
Baltz-Knorr’; David R. Errne?; Michael R. Papantonakis’; 
Richard F. Haglund, Jr. ‘; ‘Vanderbilt University. Nashville, 
TN; 2Mississippi State Universi& Miss. State, MS 
Mass Spectrometric Characterizaion of FAD, FMN and 
Riboflavin: Analogy to the Biological Redox Reaction; 
Yoshivuki Itoh’; Yoko Ohashi’; Akio Hayashi’; Toshimichi 
Shibue2; Shojiro Maki’; Takashi Hirano’; Haruki Niwa’; 
‘The University of Electra-Communications, Chojit, Tokyo, 
Japan; 2 Waseda University Tokyo, Japan 
Prediction of MALDI Matrix Properties from Excited 
State pKa Values: Application to Selecting New Negative 
Ion Matrices; Daniel C. Bnme’; John C. Lopez’; Paul A. 
Liddell’; Edward D. Lorance’; John W. Lippert III*; 
‘Arizona State Universify, Tempe, AZ; *Albany Molecular 
Research, Albany, NY 
A New Theory of MALDI: Laser Induced Soft Thermal 
Dissociation of the Matrix Plays a Decisive Role in Plume 
Formation; Victor L. Talroze ; Richard J. Jacob’; A. L. 
Burlingame’; Ilya 0. Leiptmsv; Michael A. Baldwin’; 
‘University of Calfornia, San Francisco, CA; 2Znst. Energy 
Problems of Chem. Physics, Moscow, Russia 
Characterization of Novel Photoreactive Metal-ion 
Complexes by ESI-MS(&lS) and (PSD) MALDI-TOF 
MS; Andrew R.S. Ross’; Stephen J. Ambrose’; Douglas J.H. 
Olson’; Minqian Xin2; William L. Walti; ‘National 
Research Council Canada, Saskatoon, Canada; *University 
of Saskatchewan, Saskatoon, Canada 
Factors that Influence Dimer Formation and Non 
Covalent Complex Formation in MALDI Mass 
Spectrometry; Amina S. Woods’; J. Albert Schultz2; ‘NZDA 
ZRZ’, NZH, Baltimore, MD; 2Zonwer&, Inc., Houston, TX 














Role of Cluster Size on Formation of Detectable 
Multiply-Charged Ions during the MALDI Ionization 
Step and Analogy with Endothermlcal Desolvation 
Process Occurring in Electrospray Source; Sandra Alves’; 
Carlos Afonso’; Francoise Foumier’; Franck Wind’; Jean 
Claude Tabet’; ‘Universite Pierre et Marie Curie, Paris, 
France; 2Centre d’Etudes du Bouchet, Vert-le-Petit, France 
A Comparative Study of Mellitic Acid Trianhydride 
[C1209] Using Graphite Surface-Assisted Laser 
Desorption Ionization and Electrospray Ionization 
FT/ICR Mass Spectrometry; Keith J. Fisher; Stephen B. 
Colbran; Gary D. Willett; Rui Zhang; The University of New 
South Wales, Sydney, Australia 
The Initial Velocity of MALDI Ions as a Marker for 
Different Desorption-Ionization Mechanisms in MALDI; 
Ania Pfennineer’; Matthias Glueckmann’; Isabelle 
Foumier’; Michael Karas’; Verena Homeffe?; Kerstin 
Strupat?; Franz Hillenkamp”; ‘Znstrumentelle Analytische 
Chemie, Frankjio-t, Germany; 2Medizinische Physik und 
Biophysik, Muenster, Germany 
Desorption/Ionization on Porous Silicon Mass 
Spectrometry: a Putative Mechanism and an 
Application; Rebecca A. Kruse; Xiuling Li; Elena V. 
Romanova; Stanislav S. Rubakhin; Paul W. Bohn; Jonathan 
V Sweedler; University of Illinois Urbana-Champaign, 
Urbana, ZL 
Investigation of the MALDI Process Studying Large 
Crystals of MALDI Matrices; Isabelle Foumier; Matthias 
Glueckrnann; Michael Karas; Instrumental Analytical 
Chemistry, Frankfurt, Germany 
Fundamental Studies of Infrared MALDI Using a Liquid 
Matrix; Mark W. Little; Kermit K. Murray; Emory 
University, Atlanta, GA 
A Comparison of Initial Velocity Measurements of 
Nonpolar and Polar Matrices; Jessica A. Raeas; Stephen 
F. Macha; Patrick A. Limbach; Louisiana State University, 
Baton Rouge, LA 
pH-Indicators as Molecular Probes to Evaluate the 
Relevance of Different Processes in UV-MALD- 
Ionization; Ralf Krueger; Anja Pfenninger; Isabelle 
Foumier; Matthias Glueckmann; Michael Karas; 
Instrumental Analytical Chemistry, Frankfurt, Germany 
Monitoring Gas Phase Cationization Reactions in 
MALDI TOFMS; Scott D. Hanton’; Kevin G. 0wens2; ‘Air 
Products and Chemicals, Inc., Allentown, PA; ‘Drexel 
University Philadelphia, PA 
Is the Lucky Survivor Model Still Alive?; Michael Karas; 
Matthias Glueckmann; Ralf Krueger; Anja Pfenninger; 
Isabelle Foumier; Znstrumental Analytical Chemistry, 
Frankjiirt, Germany 
Computational and Experimental Investigations of the 
Proton Transfer Reaction in MALDI; Gray R. Kinsel; 
Qingchun Zhao; Dennis S. Marynick, John Hardesty; 
University of Texas, Arlington, TX 
Ablated Volume, Local Effects and Ion Production in 
MALDI Using a N2 Laser; Isabelle Foumier; Carine 
Marinach; Jean-Claude Tabet; Gerard Bolbach; University P 
& M Curie. CNRS UMR 7613. Paris. France 
Studying Matrix-Analyte-Interaction in MALDI-Samples 
by SEM and AFM of Protein-Doped Single Crystals and 
by CLSM of Single Crystals to Localize Non-Covalent 
Complexes; Verena Homeffer’; Ulrich Kubitscheck2; 
Rudolf Reichelt3; Kerstin Stmpat’; ‘Laser-MS, Med. 
Phys.&Biophys., Muenster, Germany; 2Cell Biology, Med. 
Phys.&Biophys., Muenster, Germany; ‘Electron Microsc., 
Med. Phys.&Biophys., Muenster, Germany 
TPC 070 









9-Aminoacridine as a Basic Matrix for Negative Ion 
MALDI-MS; Rachal L Vermillion-Salsburv; David M 
Hercules; Vanderbilt University, Nashville, TN 
Mechanisms for Ion Formation in LC/MS by 
Atmospheric Pressure Photo-Ionization; Grielof Koster; 
Andries P. Bruins; University Centre for Pharmacy, 
Groningen, The Netherlands 
Atmospheric Pressure Photoionization Ion Trap Analysis 
of Fat-Soluble Vitamins; Christine A. Miller; Patricia H. 
Cormia; Steven M. Fischer; Agilent Technologies, Inc., Palo 
Alto, CA 
Effect of Solvent on the Ionisation of Naphthalenes by 
Atmospheric Pressure Photoionisation Mass 
Spectrometry (APPI-MS); Risto Kostiainen; Tiina 
Kauppila; Tapio Kotiaho; Tiia Kuuranne; DDTC, University 
of Helsinki, Helsinki, Finland 
Comparison of Atmospheric Pressure Photoionization 
and Atmospheric Pressure Chemical Ionization for the 
Analysis of Ubiquinones and Menaquinones; Corv A. 
m’; Gary J. Van Berke12; David C. White’; ‘University of 
Tennessee, Knoxville, TN; 20ak Ridge National Laborato y, 
Oak Ridge, TN 
Analyte Reduction in APCI and APPI; Garv J. Van 
Berkel; Vilmos Kertesz; Oak Ridge National Laboratory, 
Oak Ridge, TN 
Significant Ionization Suppression Using APCI for 
LC/MS/MS of Very Late Eluting Analytes; John R. 
M’; Justin P. Toombs’; James A. Jersey’; Rupinder 
Bhamra*; Christine E. Swenson2; ‘Primedica Corporation, 
Worcester, MA2the Liposome Company, Princeton, NJ 
Design Optimization of Atmospheric Pressure Chemical 
Ionization Instrumentation; Thomas Covey; Ray Jong; 
Charles Liu; Chiquita Thomson; Yves LeBlanc; Hassan 
Javaheri; Applied BiosystemsMZX SCZEK Concord 
Canada 
Matrix and Ring Substituent Effects on the Formation of 
Radical Cation in Bispyridinium Salts Studied by Laser 
Desorption; Maria C. Prieto; Robert J. Cotter; Johns 
__ . _ _ - . _- 
Hopkins Umversity, Baltimore, MD 
PROTEIN ASSEMBLIES, 079 - 105 
TPD 079 
TPD 080 
TPD 08 1 
TPD 082 
TPD 083 
Investigation of the 6-Deoxyerythronolide B Synthase 
(DEBS) Multienzymys Using Proteolysis and LC-MS 
Analysis; Hui Hong ; Lars 0stergaard2; Michelle L. 
Heathcote2; James Staunton’; Peter F. Leadlag; ‘Dept. ‘of 
Chemistry, Cambridge University, Cambridge, UK; ‘Depr of 
Biochemistry Cambridge University, Cambridge, UK 
Analysis of Proteins in Human Vitreous Humor by 
HPLC, ZD-PAGE and LCESIIMS; Tovommi Nakanishi’; 
Reiko Koyama2; Tsunehiko Ikeda2; Akira Shimizu’; 
‘Clinical Pathology, Osaka Medical College, Takatsuki, 
Japan: 20phthalmology, Osaka Medical College, Takatsuki, 
Japan 
Protein-Metal Interactions and Binding-Induced 
Conformational Changes Studied by Nanoflow ES&MS 
and MS/MS; Helena Hemandez’; Kirsty S. Hewitson’; Lieh 
Y. Lad; Peter L. Roach4; Nicholas M. Shad; Ben F. 
Luisi3; Carol V Robinson’; ‘OCMS, Oxford University, 
Oxford, UK; 2Dyson Perrins Laboratory, Oxford UK; 
‘Cambridge University, Cambridge, UK; 4Southampton 
University Southampton, UK; ‘Lonza A.G, Visp, Switzerland 
The Antibacterial Peptide LL37 Binds to Apolipoprotein 
A-l Predominantly in a 1:l Complex; Yuain Wang; Jan 
Johansson; William J. Griffiths; Birgitta Agerberth: 
Karolinska Znstitutet, Stockholm, Sweden 
Structural Characterization of Reovirus Proteins by 
MALDI QqTOF Mass Spectrometry; Yi-Min She’; Israel 















Standing’; ‘Physics Dept. University of Manitoba, Winnipeg, 
Canada; ‘Medical Microbiology, University of Manitoba, 
Winnipeg, Canada 
Mass Spectrometric Characterization of a Virus 
Assembly; Steven L. Cohen; Gary Ward; Jose Lebron; John 
Lewis; John P. Hennessey; Merck Research Laboratory, 
West Point, PA 
Exploring Rhinovlrus-Drug Interactions by Mass 
Spectrometry; John J. Thomas’; Ken Harris’; Tom Smith’; 
Gary Siuzdak’; I The Scripps Research Institute, La Jolla, 
California; ‘Purdue University, West Lafayette, IN 
Mass Spectrometric Epitope Identification of the 
Structural Protein VP1 from Parvovirus B19 with Two 
Human Monoclonal Antibodies; Stenhan Buddrus’; 
Kohlmann Markus’i Sirnone Dorsch’; Susanne Modrod; 
Michael Przybylsk’ ; University of Konstanz, Chemistry 
Konstanz, Germany; 2University of Regensburg, 
Microbiology, Regensburg, Germany 
Proteome-Wide Identification of E. Coli Protease 
Substrates by Molecular Sequestration of Target 
Proteins; Grezorv A. Barrett-Wilt’; Satyendra K. Singh*; 
Sung Gyun Kang; Jeffrey Shabanowitz’; Michael R. 
Maurizi’; Donald F. Hunt3; ‘Dept. of Chemistry, University 
of Virginia, Charlottesville, VAA; 2Lab. of Cell Biology, 
Matl. Cancer Inst., Bethesda, MD; 3Dept of Chemistry & 
Pathology, UVA, Charlottesville, VA 
Investigating Reactions on the Rlbosome Using Nanoflow 
ES1 TOF Mass Spectrometry; Charlotte L. Hanson; Paola 
Fucini; Carol V Robinson; University of Oxford, Oxford UK 
Nano-LC Mass Spectrometric Analysis of UV- 
Crosslinked Protein-Nucleic Acid Complexes; Catalin E. 
Doneanu’; Philip R. Gafken*; Douglas F. Barofsky’; 
‘OregonState University, Corvallis, OR: 2Fred Hutchinson 
Cancer Research Center, Seattle, WA 
Delineation of In-l&o Assembled Multi-Protein 
Complexes through Affkdty-Based Mass Spectrometry 
Technologies; Dobrin Nedelkov; Randall W. Nelson; 
Kemmons A. Tubbs; Intrinsic Bioprobes Inc., Tempe, AZ 
Characterization of the CD28 Transcriptional Initiator 
Proteins: The Makings of a Novel Model For INR- 
Regulated Transcription; Steohen Navlor; Klaus Klarskov; 
Jorg J. Goronzy; Ewa Bryl; Comelia M. Weyand; Abbe N. 
Vallejo; Mayo Clinic, Rochester, Iwv 
Characterization of the Tertiary Structure of Soluble 
CD4 Bound to Glycosylated Full-Length HIVgpl20 by 
Chemical Modification of Arginine Residues and Mass 
Spectrometric Analysis; Christine Hager-Braun; Kenneth 
B. Tomer; NIEHS/NIH, Res. Tri. Pk., NC 
Characterization of the HIV gp140 Epitope Recognized 
by the Neutralizing 2F5 Antibody; Carol E. Parker’; Leesa 
J. Deterding’; Christine Hager-Braun’; Norbert Schuelke’; 
John P. Moore3; Kenneth B. Tomer’; ‘NIEHS/NIH, RTP, 
NC; 2Progenics Pharmaceuticals, Inc., Tarrytown, NY; 
3 Weill Medical College of Cornell University, New York, NY 
Characterization of Integrin Associated Proteins by 
MALDI-QqTOF; John A. Wilkins’; Jay Krishnan*; Yi-min 
She’; Ken Standing’; Werner Ens’; ‘RDR Laboratory , 
University of Manitoba, Winnipeg, Canada; ‘TOF 
Laboratory, University of Manitoba, Winnipeg, Canada 
Cofactor-dependent Assembly of the Flavoprotein 
Vanillyl-Alcohol Oxidase; Claudia S. Maier’; Nora 
Tahallah’; Robert H. H. van den Heuve12; Willem J. H. van 
Berkel*; Albert J. R. Heck’; ‘Utrecht University, Utrecht, 
The Netherlands; ‘Wageningen University, Wageningen, The 
Netherlands 
Identification by Mass Spectrometry of the Composition 
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Brahma; Jeroen Kriiasveld’; Arnoud I&l’; Peter Verrijze?; 
Albert Heck’; ‘Biomolecular Mass Spectrometry, Utrecht, 
The Netherlands; 2LUMC, Molecular Cell Biology, Leiden, 
The Netherlands 
Identification of the Import Cargoes of Kapll4p from 
Complex Mixtures; Yurong Guo’; Nima Mosammaparast?; 
Cynthia J. Brame’; Lucy F. Pemberton’; Jeffrey 
Shabanowitz’; Donald F. Hunt3; ‘Dept. of Chemistry, 
University of Virginia, Charlottesville, VA; 2Dept. of 
Microbiology, Univ of Virginia, Charlottesville, VA; ‘Dept. 
of Chemistry & Pathology, University of Virginia, 
Charlottesville, VA 
Withdrawn 
An ES&MS Study of Transcriptional Noncovalent 
Complexes : Implication of the Constitutive Subunits of 
the RAR/RXR Heterodimer in the Corepression 
Mechanism; Sarah Sanglier’; Virginie And$; Pierre 
Germain*; William Bourguet*; Dino Moras2; Noelle Potier’; 
Alain Van Dorsselaer’; ‘LSMBO, Strasbourg, France; 
‘IGBMC, Illkirch, France 
Identification of Proteins in CSF-l-Induced Signal 
Transduction Complexes; Haiteng Deng; Edward Nieves; 
Ruth H. Angeletti; Yee-Guide Yeung; Violeta Chitu; E. 
Richard Stanley; Albert Einstein College of Medicine, Bronx, 
NY 
Identification of Proteins Associated with ATP- 
Dependent Movement of Endocytic Vesicles by Mass 
Spectrometry; Ruth H. Anzeletti; Fang Wang; Eustratios 
Bananis; John W. Murray; Allan W. Wolkoff, Albert 
Einstein College of Medicine, Bronx, NY 
Electrospray Quadropule Time of Flight Mass 
Spectrometry of a Native Hemocyanin of Deep-Sea Crab 
Bythograea Thermydron with a Molecular Weight of 1 
300 kDa; Franck Zal’; Emmanuelle Leize*; Fabienne 
Chausson’; Alain Van Dorsseale?; Francois H. Lallie?; 
Brian N. Green3; ‘University Pierre et Marie Curie - CNRS, 
Roscofi France; 2University Louis Pasteur - CNRS - 
LSMBO, Strasbourg, France: 3Micromass UK Ltd., 
Altrincham, UK 
Detection of Pseudo-Ligands in Orphan Receptors by 
ES&MS; Noelle Potier’; Jean-Paul Renaud*; Christine 
Schaeffer’; Isabelle Billas*; Anke Steimnetg; Dino Moras’; 
Alain Van Dorsselaer’; ‘LSMBO, Strasbourg, France; 
‘IGBMC, Illkirch, France 
Noncovalent Interactions in Nuclear Receptors; Johan E. 
Lenzavist; Karolinska Institute, Stockholm, Sweden 
Succinylation of Albumin and its Identification bry 
Proteolytic Analysis Using MALDIIMS; Sung-Ho Kim ; 
Jeotmg-Hwa Lee’; Hyo-Young Lee’; Jong-Shin Yoo*; Sung- 
Keun Chang’; ‘Soonchunhyang University, Asan, South 
Korea; 2Korea Basic Science Institute, Taejeon, South 
Korea 
PROTEINS: RECOMBINANT, 106 - 123 
TPE 106 Monitoring Isotopically-Labeled Proteins by 
Multidimensional Liquid Chromatography-Mass 
Spectrometry; Paolo Lecchi’; Ricardo E. Perez’; Alessandra 
C. Rovescalli*; Zhaohui Du’; Fred P. Abramson’; ‘George 
Washington University Washington, DC; ‘NHLBI, Natl. 
Inst. of Health, Bethesda, MD 
TPE 107 Structural Characterization of Recombinant Smll- 
Histag Protein: Verification of Sequence and Metal Ion 
Binding; Robert Hettich’; Tomoaki Uchik?; Vibha Gupta*; 
Chris Dealwis*; ‘Oak Ridge National Laboratoq, Oak 
Ridge, TN; 2University of Tennessee, Knoxville, TN 
TPE 108 Quantitation of a Recombinant Protein and Monitoring 
of its Variants in Crude Process Samples Using LC-ESI- 















MS; Hong Wan; Ray Arnold; John Joly; Jerry Cacia; 
Genentech, Inc, S. San Francisco, CA 
Characterization of a Novel In Five Cysteine 
Modification of S-Adenosylmethionine Decarboxylases 
by LC-MS/MS; Sonia Hess’; Yongfu Liz; Celia W. Tabo?; 
Herbert Tabo?; Lewis K. Pannell ; ‘SMSF, LBC, NIDDK9 
NIH, Bethesda, MD; ‘LBP, NIDDK, NIH, Bethesda, MD 
MS Characterization of a Recombinant 34 kDa 
TPE 123 
35s 
California, Riverside, CA; 2Los Alamos National 
Laboratory, Los Alamos, NM; ‘New Mexico Highlands 
University, Las Vegas, NM 
Structural Characterization of Porlns by High 
Resolution FT-ICR Mass Spectrometry; Viorel Mocanu’; 
Eugen Damoc’; Jiirg Kleinschmid?; Dieter Brdiczka’; 
Michael Przybylski’; ‘University of Konstanz, Dep. 
Chemistry, Konstanz, Germany; 2University of Konstanz, 
Lipoprotein, Pneumococcal Surface Adhesin A; Adrian R 
Woolfitt’; Barun K. De’; John R Barr’; M. I. Dane= 
Dep. Biology, Konstanz, Germany 
S. Sampson’; E. Ades’; R. C. Huebne?; G. M. Carlone’; 
PROTEOMICS: NEW & IMPROVED METHODS, 124 - 151 
TPF 124 New Chemistrv for Imuroved Amino Acid Sequencing by 
‘Centers for Disease Control, Atlanta, GA; ‘Aventis Pasteur, 
Swtjiiater, PA 
Monitoring Folding of a Non-Native Recombinant 
Protein by Peptide Mapping with UV and MS Detection; 
Rosanna Valdivieso; Christine A. Acklin; AMGEN, 
Thousand Oaks, CA 
What is Making that Recombinant Protein Pink?; Victor TPF 125 
Ling; Long Truong; Patrick McKay; Henry Heinsohn; 
Genentech, Inc., S. San Francisco, CA 
A Mass Spectrometric Approach to Study Mechanisms of TPF 126 
Phosphatase Inhibition; Kenneth D. Greis; Brian W. 
Howard; Scott M. Brittain; Kevin G. Peters; Procter & 
Gamble Pharmaceuticals, Mason, OH 
Proteolytic Mapping of the Structure of Tropoelastin; TPF 127 
Lisa Muiznieks; Nancy Sue; Tony S Weiss; Kevin M 
Downard; University of Sydney, Sydney, Australia 
Structural Comparison of Recombinant Human TPF 128 
Macrophage Colony Stimulating Factor and Its 
Derivative Using Hydrogen Deuterium Exchange and 
Electrospray Ionization Mass Spectrometry; Y. Heidi TPF 129 
Hang; XuGuang Yan; Michael I. Schimerlik; Max L. 
Deinzer; Oregon State University, Corvallis, OR 
Mass Spectrometric Identification of Isoforms of 
Interferon alpha-2b; Yan-Hui Liu; David Wylie; Susan 
Cannon-Carlson; Urooj Mirza; Raymond Cure; Collette TPF 130 
Culter; Birendra N. Pramanik; Patricia Weber; Marcio 
Voloch; Schering-Plough Research Institute, Kenilworth, NJ 
Semlquantitative Characterization of the Heterogeneous TPF 131 
Processing of the N-terminal Domain of Recombinant 
Corticotropin-Releasing Factor Receptor 1 by Enzymatic 
Digestion and LCMS Mass Trace Determinations; h 
Eckart Bernhard A. Hofinann; Olaf Jahn; Joachim Spiess; -9 
Max-Planck-Institute for Exp. Medicine, Goettingen, TPF 
Germany 
Determination of Disultide Bridges between Serially 
Linked Peptides by Negative Ion MS/MS in an Ion-trap; TPF 
Long Truong; Genentech, Inc., S.San Francisco, CA 
Synchrotron X-Ray Footprinting of Ca(Z+)-Induced 
Conformational Changes of Gelsolin Protein as a 
32 
33 
Function of Ca2+ Concentration; Janna G Kiselar; Steven 
C Almo; Mark R Chance; Albert Einstein College of TPF 134 
Medicine, Bronx, NY 
Determination of Synchrotron X-ray Radiolytic 
Modification of the TATA Binding Protein by LCMS 
and LCIMSNS; Hassan Rashidzadeh; Mark R. Chance; TPF 135 
Michael Brenowitz; Albert Einstein College of Medicine, 
Bronx, NY 
Reflector In-Source-Decay MALDI-TOF: A novel 
MS/MS Method for Intact Proteins for Characterization 
of the N-Terminus of N-terminally Blocked Proteins; 
Ania Resemann; Ulrike Schweiger-Hufnagel; Matthias Witt; TPF 136 
Detlev Suckau; Bruker Daltonik, Bremen, Germany 
Analysis of Heptocyte Nuclear Factor 4 a (HNF4a) 
Phosphorylation using Stable-Isotope Assisted Mass 
Spectrometry; Binrr Zhang’; Thomas C. Hunter’; Yutaka 
Maeda’; Merrit Helvenston3; Xian Chen’; ‘University of 
Derivatization”Postsou;ce Decay (dPSD) Using MALDI- 
TOF with a Quadratic Field Reflector; Maria Liminaa’; 
Ulrika Carlsson’; Camilla Larsson’; Jean-Luc Maloisel’; 
Ronnie Palmgren’; Thomas Keough’; Scott Youngquist2; 
‘Amersham Pharmacia Biotech, Uppsala, Sweden; 2The 
Procter and Gamble Company, Cincinnati, OH 
Analysing Peptide Properties Observed in ESI-MS; P&&r 
G. Hains; Australian Proteome Analysis Facility, North 
Ryde, Australia 
A New Integrated Eight-Channel Parallel LC/MS System 
for High-throughput Protein Analysis; Bincrbing Feng; 
Tara M. Mezzasalma; Michael S. McQueney; J. Randall 
Slemmon; GlaxoSmithKline, King of Prussia, PA 
LC-MS Analysis of Membrane Proteins from 
Photosystem II; Connie J. Saunders; Terry Bricker; Patrick 
A. Limbach; Louisiana State University, Baton Rouge, LA 
Analysis of Protein Mixtures by Off-Line LC and 
Automated MALDI-TOF-MS; Franc0 Basile; Mark W. 
Duncan; University of Colorado HSC, Denver, CO 
Improved Derlvatlzation Chemistry Enabling de now 
Sequencing of Lysine-Terminated Tryptic Peptides Using 
Postsource Decay MALDI Mass Spectrometry; Martin P. 
h; Thomas W. Keough; R. Scott Youngquist; The 
Procter and Gamble Company, Cincinnati, OH 
Exploiting Chemical Derivatization for Protein 
Identification; Jonathan A. Karty; James P. Reillv; Richard 
L. Beardsley; Indiana University, Bloomington, IN 
Protein Identification by Afftnity Chromatography-Mass 
Spectrometry Employing a Monolithic Capillary Column 
Coupled with a Chip-Based Electrospray Nozzle; m 
Huanp; Sheng Zhang; Gary Schultz; Jack Henion; Advion 
Biosciences, Inc., Ithaca, NY 
Cell Lysate Typtic Digest Analysis by LCILC-MS/MS; 
James H. Bourell; Kathleen M. Champion; John T. Stults; 
Genentech, Inc., S. San Francisco, CA 
Sample Preconcentrations Techniques and Nano-scale 
LCNSMS for Peptide Sequencing and Protein 
Identification; Frank W. Crow; Kenneth L. Johnson; H. 
Robert Bergen III; Klaus Klarskov; Stephen Naylor; Mayo 
Clinic, Rochester, MN 
Onllne-Nano-ESI-FT-ICR MS in Combination with 
Database Searches for Rapid Identification of Protein 
Digests; Jens Fuchser; Matthias Witt; Giikhan Baykut; 
Bruker Daltonik GmbH, Bremen, Germany 
Achieving Comprehensive Analysis of Large Protein 
Complexes Using 1 Dimensional Gel Electrophoresis and 
LCNSIMS; Roger E. Moore’; Helen Y. Ge’; Scott N. 
Stevens2; John Abelson’; Mary K. Young’; ‘Beckman 
Research Institute, City of Hope, Duarte, CA; 2California 
Institute of Technology, Pasadena, CA 
Utility of Data-Dependent LC-FTICR Multiplexed 
MS/MS for Proteomics; Lingiun Li; Sang-Won Lee; 
Gordon A. Anderson; Christophe D. Masselon; Ljiljana 
Pasa-Tolic; Yufeng Shen; Thomas P. Conrads; Timothy D. 
















Smith; Pacific Northwest National Laboratory, Richland, 
WA 
Nanoparticle-MALDI Based Immunoassays; Lin He; 
Daojing Wang; Rajendra Singh; Michael J. Natan; Remy 
Cromer; SurroMed, Inc., Mountain View, CA 
Use of Non-specific Cleavage in Protein Digests for 
Modification Analysis; Martin Zeller; Thomas Vogl; 
Johannes Roth; Clemens Sorg; Simone Kijnig; University of 
Muenster, Muenster, Germany 
Comparison Study of Different Staining Methods in Gel 
Electrophoresis; Farzin Gharahdaghi; Gale, L. Hansen; Kim 
Snow; Sheenah, M. Mische; Vladimir Papov; Boehringer- 
Ingelheim PharmaceuticalsJnc, Ridgefield, CT 
CZE Fractionation and MALDI-MS Analysis of Proteins 
from Cell Extracts; Andrea G. Kiceniuk, Ken K.-C. Yeung; 
Liang Li; University of Alberta, Edmonton, Canada 
Confirmation Analysis of Protein Purification Using 
Electrospray Time of Flight Mass Spectrometry; Henrik 
Wadensten’; Ninni Salomonsson’; Christel Ella 
Staffan Lindqvist’; Staffan Renhmd’; Bruce A. Andrien, Jr.‘; 
Marketa Berkova2; Erol E. Gulcicep; ‘Amersham 
Pharmacia Biotech, Uppsala, Sweden; ‘Analytica of 
Branford, Inc., Branford, CT 
Cleavable Detergents for Use in Matrix Assisted Laser 
Desorption Ionization Mass Spectrometry; Jeremy L. 
Norris. Ned A. Porter; Richard M. Caprioli; Vanderbilt -3 
University, Nashville, TN 
Two-Layer Sample Preparation Method for MALDI 
Mass Spectrometric Analysis of Protein and Peptide 
Samples Containing Sodium Dodecyl Sulfate; Nan Zhang; 
Alan A. Doucette; Liang Li; University of Alberta, 
Edmonton, AB, Canada 
Rapid Protein Identification from Isolated Cysteine- 
Containing Peptides by MALDI-FTMS; Julia S. Johnson; 
I. Jonathan Amster; University of Georgia, Athens, GA 
Quantitative Analysis of Protein Expression in Benzoic 
Acid Induced Escherichia coli Using Fluorescence 2-D 
Difference Gel Electrophoresis Technology; Jun Yan; 
Angie Devenish; Tim Stone; Amersham Pharmacia Biotech, 
Little Chalfont, UK 
Identification of Tryptic Peptides from Large Databases 
Using Multiplexed MS/MS: Simulations and 
Experimental Results; Christonhe Masselon; Lingjun Li; 
Sang-Won Lee; Ljiljana Pasa-Tolic; Richard Harkewicz; 
Gordon A. Anderson; Richard D. Smith; Pacific Northwest 
National Laboratory, Richland, WA 
Protein Identification and Characterization of Covalent 
Modifications in Information-Dependent Acquisition 
@DA) Nanoflow HPLC-MS/MS Experiments; Katalin F. 
Medzihradszky’; David A. Maltby ; Feixia Chu’; Lan 
Huang’; Xiangyang Wang’; Maria. A. Correia2; Doron 
Greenbaum3; Matthew Bogyo3; Vivian Hook4; Al 
Burlingame’; ‘Mass Spectrometry Facility UCSF* San 
Francisco, CA; 2Pharmaceutical Chemistry Dept., UCSF, 
San Francisco, CA; ‘Biochemistry and Biophysics Dept., 
UCSF, San Francisco, CA; 4Buck Institute of Age Research, 
Novato, CA 
The Analysis of Complex Tryptic Peptide Mixtures by 
Multi-Dimensional LC-MS/MS on a Hybrid Quadrupole 
Orthogonal Acceleration Time-of Flight (Q-TOF) Mass 
Spectrometer; Chris Hughes’; Hans Vissers’; Alan Millar’; 
James Langridge’; Timothy Hemesath’; Throkell 
Andresson’; ‘Micromass UK Ltd., Manchester, UK; 
2deCODE Genetics Inc. Reykjavik, Zceland 
Withdrawn 
Chemical Cleavage of Proteins at Aspartic Acid: Search 
for an Alternative to Enzymatic Digestion of Gel-Isolated 
49th ASMS Conference on Mass Spectrometry 
Proteins; Aiaun Li; Ray Sowder; Louis Henderson; Robert 
Fisher; SAZC-Frederick, Frederick, MD 
TPF 151 Protein Identification After Two-Dimensional Gel 
Electrophoresis by MALDI ToF MS and LC ES1 ToF 
MS; Staffan Renlund’; Ylva Laurin’; Maria Liminga’; 
Henrik Wadensten’; Bruce A. Andrien, Jr. *; Marketa 
Berkova*; Erol E. Gulcicek2; ‘Amersham Pharmacia 
Biotech, Uppsala, Sweden; ‘Analytica of Branford, 
Branford, Inc., Branford, CT 
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Proiein Complegks; Adele Rowley; Jyoti Choudhary; Lu 
Yu; Helen Byers; Alicia Ma; Brian Heffernan; Richard Hale; 
Walter Blackstock; Cell Map Project, GlaxoSmithKline, 
Stevenage, UK 
Characterization of the Proteome of Oryza Sativa; &g 
m; Nancy Andon; Antonius Koller; John R. Yates III; Paul 
A. Haynes; Torrey Mesa Research Institute, Syngenta, San 
Diego, CA 
Correction of E. coli Isoleucyl-tRNA Synthetase Primary 
Structure by MALDI Mass Spectrometry; Jean-Marie 
Schmitter’; Codjo Hountondji’; ‘LPTC University of 
Bordeaux I, Talence, France; ‘Lab. Biochimie Ecole 
Polvtechnique, Palaiseau, France 
High Throughput Integrated Protein Analysis via 
Combination of Mass Spectrometry Immunoassay, 
Bioreactive Probes and Parallel Robotic Processing; 
Urban A. Kieman’; Kemmons A. Tubbs’; Eric E. 
Neiderkofler’; Karl F. Gruber’; Dobrin Nedelkov’; Peter 
Williams*; Randall W. Nelson’; ‘Intrinsic Bioprobes, Inc., 
Tempe, AZ; ‘Arizona State University, Tempe, AZ 
Proteome Analysis of Bronchoalveolar Lavage Fluid 
Proteins by the Use of an Improved Two Dimensional 
Polyacrylamide Gel Electrophoresis Technique and 
MALDI TOF MS; Fariba Sabounchi’; Jonas Astram’; 
Ingmar 01sson2; Anders Ekhmd’; Johan Grunewald’; Bengt 
Bjellqvist*; ‘Karolinska Hospital, Dept. of Medicine, 
Stockholm, Sweden; ‘Amersham Pharmacia Biotech, 
Uppsala, Sweden 
Cloning of a Ton-B Receptor; Ali Khamessan’; James 
Coulton’; Bernard Gibbs’; Robert Masse’; ‘McGill Univ, 
Montreal, QC, Canada; 2MLXY Pharma Services, Montreal, 
QC, Canada 
Proteomic Analysis of an Enteric Pathogen: Large Scale 
Identification of the Proteins Expressed by 
Campylobacter jejuni 11168 Strain and a Comparison 
with a Clinical Isolate from a Patient Suffering from 
Gulllain-Barre syndrome; John Kelly’; Patricia Lanthier’; 
Luc Tessier’; Michel Gilbert’; Martin Young’; David 
Watson’; Christine Szymanski’; Simon Foote’; Pierre 
Thibault’; Hubert Endtj?; ‘Institute for Biological Sciences, 
Ottawa, Canada; 2Erasmus University Medical Center, 
Rotterdam, The Netherlands 
High-Throughput Analysis of the Proteome of 
Haemophilus Ducreyi; N. Karoline Schemer’; Arnold M. 
Falick2; Peter Juhasz3; Jason Marchese3; Brian Williamson3; 
Robert S. Munson, Jr. 4; Bradford W. Gibson’; ‘Buck 
Institute for Research in Aging, Novato, * CA; ‘Appl. 
Biosystems Proteomics Res. Center, Foster City, CA; 3Appl. 
Biosystems Proteomics Res. Center, Framingham, MA; 
4Children’s Res. Inst. & Ohio State University, Columbus, 
OH 
Identification of Components Involved in Spliced-Leader 
(SL) RNA Gene Transcription in Leishmania Tarentolae 
Using LCNS-MS; Michael C. Yu’; Julian P. Whitelegge2; 
T. Guy Roberts’; Nancy R. Sturm’; Kym F. Faull’; David A. 













Campbell’; ‘UCLA Microbiology & Immunology, Los 
Angeles, CA; ‘UCLA Chemistry, Los Angeles, CA 
Characterization of Proteins in the MCF-7 DNA TPG 173 
Syntbesome Complex by Gel Electropboresis and Mass 
Spectrometry; Kevin J. Shefcbeck’; Linda H. Malkas’; 
Robert J. Hickeg; Catherine Fenselau’; ‘University of 
Maryland, College Park, MD; 2University of Maryland, 
Baltimore, MD 
Proteomic Analysis of MHC Class II Associated Proteins 
Using Peptide Mass Mapping and MS/MS; Dawn P. TPG 174 
Richards; Bemd 0. Keller; Allan Mak, Andrew R. Sbaw; 
Liang Li; University of Alberta, Edmonton, AB, Canada 
Identification of Fibrinogen Degradation Products in 
Synovial Fluid of Patients with Different Forms of 
Arthritis by Mass Spectrometric Proteome Analysis; 
Andrea Sinz’; Lutz Goetze’; Bruno Ringel’; Bernhard TPG 175 
Spengle?; Hans J. Thiesen3; Michael 0. Glocker’; 
‘Proteome Center Restock, Restock, Germany; 2University 
of Giessen, Giessen, Germany; 3University of Restock, TPG 176 
Restock, Germany 
Identification of Smad2/4-Interacting Partners in 
Differentiated C2C12 Myotubes; Eric C. C. Yang; 
Michael K. W. Siu’; John C. McDermott*; ‘Dept. of TPG 177 
Chemistry, York Universi& Toronto, ON, Canada; 2Dept. of 
37s 
Antwerp, UIA, Antwerp, Belgium; ‘University of Antwerp, 
R UCA, Antwerp, Belgium 
Mass Spectrometry as a Door to New Pathways of Dioxin 
Toxicity; J. Michael Dial’; Christopb H. Borchers’; Maribel 
E. Bruno’; Nigel J. Walke?; Jennifer E. Hart& Barbara A. 
Wetmore’; J. Carl Barrett4; B. Alex Merrick’; Kenneth B. 
Tomer’; ‘LSB, NIEHS, RTP, NC; 2LMC, NIEHS, Research 
Triangle Park, NC; ‘LCBR, NIEHS, RTP, NC; ‘NIH, 
Bethesda, MD 
Proteome Analysis of BEPZD Cell by Two-dimensional 
Gel Electropboresis and MALDI-TOF Mass 
Spectrometry; Oian Xiaohonq’; Ying Wantao’; Zbang 
Kaita?; Xie Lin& Xiang Xiaoqiong; Wu Decbang’; 
‘National Center of Biomedical Analysis, Beijing, P. R. 
China; *Institute of Radiation Medicine, Beijing, P. R. China 
Use of Gene Therapy Vectors in the Study of Proteomics; 
Miguel E Carrion; Jonathan K Smith; Brent Harris; Duncan 
McVey; Gen Vet, Gaithersburg, MD 
Shotgun Peptide Sequencing on an ESI-TOF Mass 
Spectrometer; Samuel Purvine; Jimmy K. Eng; Ruedi 
Aebersold; David R. Goodlett; Sergei Stoliar; Institute for 
Systems Biology, Seattle, WA 
Identification of the Peptide and Protein Constituents of 
Human Seminal Fluid; Kim Fung; David Friedman; && 
Biology, York University, Toronto, ON, Canada 
Proteomic Analysis of Lesion-induced Changes in 
Protein Expression Patterns of Regenerating Rat Sciatic 
Duncan. UCHSC, Denver, CO -3 
ENVIRONMENTAL, 178 - 203 
Nerve; Connie R Jimenez’; Ka W. Li’; Roe! Vander 
TPH 178 Relationsbin Between Size Distribution and Individual 
Scbors’; Wijnand P. M. Geraerts’; Joost Verbaagen’; August 
B. Smit’; ‘Vrije Universiteit, Amsterdam, The Netherlands; 
‘Netherlands Institute for Brain Research, Amsterdam, The 
Netherlands 
Sample Multiplexing for Rapid Analyses of Gel-Isolated TPH 179 
Proteins from Rat Liver Plasma Membrane; && 
Bonneil’; Jianjun Li’; Pierre Thibault’; B. Thomson’; Alex 
*John Bergeron 2; ‘Institute for Biological Sciences- 
NRC, Ottawa, Canada; 2McGill University, Montreal, 
Canada 
Particle Cdmpositlon from Individual Aerosol Particles 
Sampled in a Road Tunnel; Julia C. Jarvis’; Ellen M. 
Sukovicb’; David T. Suess2; Kimberly A. Pratbe?; Deborah 
S. Gross’; ‘Carleton College, Northfield, MN; 2University of 
California, Riverside, CA 
Analysis of the Human Pituitary Proteome: Protein 
Mapping and Studies of Protein Isoforms; ti 
Beranova; Francesco Giorgianni; Yusra Murshedkar; TPH 180 
Dominic M. Desiderio; Universiv of Tennessee Health 
Science Center, Memphis, TN 
Pbospbo-Proteomics: Towards a Map of TPH 181 
Phospbotyrosine Signaling Networks in the Nucleus; 
Bernhard Kuster’; Christopbe Cans’; Manfied Raida’; Giulio 
Superti-Furga’; Gitte Neubauer’; ‘Cellzome, Heidelberg, 
Germany; 2EMBL, Heidelberg, Germany 
Global Characterization of Nitrogen Regulated Proteins 
in E. co& Rebecca W. Corbin’; Feng Yang’; Eric Soupene’; 
Sydney Kustu2; Jeftiey Shabanowitz’; Donald F. Hunt’; 
‘University of Virginia, Charlottesville, VA; ‘University of TPH 182 
Cal$omia, Berkeley, CA 
Identification of Protein Fragments from Bacterial Cell 
Extracts by MALDI and Capillary LC MS/MS; TPH 183 
Zhengoing; Jing Zbeng; Rui Chen; Liang Li; 
University of Alberta, Edmonton, AB, Canada 
Comperative Proteome Analysis on Two-Dimensional 
Mini-Gels in a Rat Model for Schizophrenia; && 
Paulson’; Peter Martin’; Ann Westman-Brinkmalm’; Kaj 
TPH 184 
Blennow’; Pia Davidsson’; ‘Institute of Clinical 
Neuroscience/ GU, Gtiteborg, Sweden; ‘Department of TPH 185 
Pharmacology/ GU, Giiteborg, Sweden 
High Throughput Protein Sequence Analysis Using 
Parallel Column Switching and Automated Micro-LC- 
ESI-QTOF-MS; Erwin J. Witters’; Walter Van Dongen’; 
Eddy L. Esmans’; Harry A. Van Onckelen’; ‘University of 
Field Detection and Identification of a Bioaerosol Suite 
by Pyrolysis-Gas Chromatography-Ion Mobili 7 Spectrometry; A. Peter Snyder’; Waleed M. Maswadeb ;
Asbish Tripatbi’; Jim Ho3; Mel Spence3; ‘Edgewood 
Chemical Biological Center, Aberdeen Proving Ground, 
MD; 2Geo-Centers, Inc., Aberdeen Proving Ground, MD; 
3Defence Research Establishment SufJield, Ralston, AB, 
Canada 
Matrix Assisted Laser Desorption Ionization of 
Bioaerosols; Sbellev N. Jackson; Kermit K. Murray; Emory 
University, Atlanta, GA 
Real-time Particle Laser Mass Spectrometry (LDI- 
TOFMS) and On-line Atmospheric Pressure Chemical 
Ionization Mass Spectrometry (APCI-MS) for the 
Characterization of Organic Aerosols; Bettina 
Warscbeid’; Acbim Trimborn’; Tborsten Hoffmann’; Klaus- 
Peter Him?; Bernhard Spengle?; ‘Institute of 
Spectrochemistzy (ISAS), Dortmund, Germany; 21nst. of 
Inorg. and Analyt. Chemistry, Giessen, Germany 
Enhancing the Ablation Efficiency of Particles for 
Aerosol Mass Spectrometry; David B. Kane; Keith Frost; 
Murray V. Johnston; University of Delaware, Newark, DE 
Spectroscopic Studies in Atmospheric Relevant Levitated 
Microparticles; Friederike Weritz’; Thomas Leisne?; 
Ludger Woeste’; ‘FUB, Inst. j Experimentalphysik, Berlin, 
Germany: ‘TU Ilmenau, Umweltphysik, Ilmenau, Germany 
Thermal Desorption-Photoionization Mass Spectrometry 
of Organic Particles; Berk Oktem; Murray V. Johnston; 
University of Delaware, Navark, DE 
Identification of Marker Ions from Emissions of Gasoline 
and Diesel Fueled Vehicles by Single Particle Aerosol 
Time-of-Flight Mass Spectrometry; Ellen M. Sukovicb’; 
Julia C. Jarvis’; David T. Suess2; Kimberly A. Prathe?; 
Deborah S. Gross’; ‘Carleton College, NorthJeld, MN; 















Characterization of Tricarboxylic Acids in Tropical TPH 199 
Biomass Burning Aerosols; Zbvnek Zdrahal’; Reinhilde 
Vermeylen’; Magda Claeys’; Willy Maenhau?; ‘University 
of Antwerp (UIA), Antwerp, Belgium; 2Ghent University, 
Gent, Belgium 
The Analysis of Polycyclic Aromatic Hydrocarbons TPH 200 
(PAHs) by LC/MS using Atmospheric Pressure 
Photoionization and Atmospheric Pressure Chemical 
Ionization; Bvron N. Kieser; Gary Irnpey; Jean Francois 
Alary; Applied Biosystems MLX3 Sciex, Toronto, Canada 
The Detection of Ammonium Sulfate (NH,) *SO4 in TPH 20 1 
Various Matrices: an ATOFMS Study; George N. 
Khairallah; Sergio A. Guazotti; Jeffrey R. Whiteaker; Anne 
M. Johnson; Kimberly A. Prather; University of California, 
Riverside, CA TPH 202 
Chemical Ionization Monitoring of Plant VOCs; Thomas 
G. Custer’; Shuji Katol; Ray Fa113; Glenn MO= 
Carleton J. Howard2; Veronica M. Bierbaum’; ‘University of 
Colorado, Boulder, CO; 2Aeronomy Laboratory, NOAA, TPH 203 
Boulder, CO; ‘CIRES, Boulder, CO 
Real Time In Kvo Measurement of VOC’s by SIFT-MS; 
49’ ASMS Conference on Mass Spectrometry 
Mass Spectrometry for On-line Monitoring of Perfluoro 
Compounds Using Li+ Ion Attachment Techniques; 
Keiichiro Iwase’; Toshihiro Fujii’; Megumi Nakamura’; 
Yoshiro Shiokawa2; ‘Nat. Insti. Environm. Studies, Tsukuba, 
Japan; 2ANEL VA Corp., Fuchu, Japan 
Real-Time Air Monitoring of Hydrogen Chloride and 
Chlorine Gas During a Chemical Fire; Rebecca K. 
Milbum; Qing F. Chen; Nicholas S. Karellas; Gary B. De 
Brou; Ontario Ministry of the Environment, Toronto, 
Canada 
Thermal Transformations of Styrene Adsorbed by the 
Surface of Industrial Dust Micro-Particles; Viktor M. 
Bogatyrov; Valeriv A, Pokrovskiv; Institute of Surface 
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